Supplementary Figure 1. The identification of isolated microglia. Microglia were isolated from whole brains excluding the cerebellum by immunomagnetic separation. (A, B, C and D) The sorted cells and the rest of the cells were analyzed by RT-qPCR using specific primers. (A) Microglia, CX3CR1. (B) Astrocyte, GFAP. (C) Neuron, NeuN. (D) Oligodendrocytes, Olig2. Supplementary Figure 2. The generation and identification of CD200 -/mice. (A) Targeting strategy for the generation of CD200 -/mice by the CRISPR-Cas9 system. (B)The PCR products of the CD200 -/mice were analyzed by direct sequencing, and the wildtype CD200 gene sequence and the gRNA target sequences (underlined) are shown at the top (WT). The PAM sequence is labeled in red, and the deletions are indicated by dashes. An example chromatogram showing the nucleotide deletions (△1 and △2). (C and D) The identification of CD200 knockout at the transcriptional level (C) by RT-qPCR and at the protein level (D) by Western blotting.
